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New exon in mouse 
Chr3: 9003280-9003434: 



Protein sequence 



New exon region 7-5S AA 
TMHMM region 10-29 AA; 36-58 AA 
TMHMM inside region: 30-35 AA 

TMHMM outside region: 1-9 AA; 59-206 AA 
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Rat coordinates homologous to new mouse exon 
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